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PathlD | Pathway Description # Total genes #DAR in # Up DAR # Down DAR P-value
in Pathway Pathway in Pathway | in Pathway
M11.0 | enriched in monocytes (l1) 186 13 | 6up 7 down 0.00027
M89.0 putative targets of PAX3 16 4 | 4up 0 down 0.00035
M89.1 putative targets of PAX3 10 3| 3up 0 down 0.00115
M113 golgi membrane (I) 10 3 | Oup 3 down 0.00115
M4.0 cell cycle and transcription 331 16 | 10 up 6 down 0.00306
M43.0 myeloid, dendritic cell activation via NFkB (I) 15 3| 3up 0 down 0.00401
M160 leukocyte differentiation 16 3 | 3up 0 down 0.00486
M64 enriched in activated dendritic cells/monocytes 17 3 | 3up 0 down 0.00580
S11 Activated (LPS) dendritic cell surface signature 37 4 | 4up 0 down 0.00876
M186 TBA 9 2 | 1up 1 down 0.01585
PathlID # Total genes | #DARin # Up DAR # Down DAR P-value
in Pathway Pathway in Pathway | in Pathway

RELA_GM19193_HG19 1756 80 76 up 4 down 5.27E-10
MAZ_MELCELLLINE_MM9 1758 77 69 up 8 down 6.61E-09
RELA_GM18526_HG19 717 42 40 up 2 down 1.18E-08
EGR1_ECC1_HG19 2128 87 75 up 12 down 1.54E-08
EGR1_HCT116_HG19 1602 70 63 up 7 down 3.87E-08
CTCF_MELCELLLINE_MM9 4096 137 120 up 17 down 2.06E-07
MYOD1_MYOCYTE_MM9 2759 99 87 up 12 down 7.72E-07
JUN_K562_HG19 3691 123 111 up 12 down 1.31E-06
MYC_K562_HG19 6077 183 161 up 22 down 1.44E-06
RELA_GM12891_HG19 1803 71 64 up 7 down 1.54E-06

C monos mDCs pDCs

Correlation: 0.81 Correlation: 0.76 Correlation: 0.76
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